
 

 

 

 

 



 

 

 



 

 

 

 

 



 

 



 

 



 

 



 

 

 



 

 

 

 



 

 

S1 Fig.  The relationship between effect size and MAF for all SNPs in 18 traits. 

The additive effects were estimated from the GLM model for each trait. The 

standardized additive effect, calculated as additive effect by phenotypic standard 

deviation in absolute value, is plotted against MAF for each QTL. Supporting Fig 2. 

 


